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Génome et
Transcriptome

Genome & Transcriptome core facilities

Technologies available
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e{egl Hiseq2000-2500 / llumina
600Gb in 2x100bp

MiSeq / lllumina
8.5Gb in 2x250bp

Microarrays
Affymetrix

Agilent
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Automation
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BeadXpress / lllumina
>00 480 samples/384SNP
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Nb of samples
200 500 1500

Preparation

96 cells Lysis RT

Biomark HD / Fluidigm

C1 Fluidigm : 96 single cells 96 qPCR x 96 cells
From NGS development... ... t0 3"Y generation sequencing
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> New applications : GBS, MeDIP-seq, ChlIP-seq, ...
> Automation for libraries preparation

> Upgrade of sequencers

Network of facilities a##*
France Génomique

http://get.genotoul.fr



