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Recently, we acquired a Fluidigm BioMark™. Different applications have been developed on | This allows the researchers to produce a lot of data in a reduced time.

this technological platform. One other application available on BioMark™ is the quantification of DNA libraries
Genotyping experiments were performed, allowing us to simultaneously genotype 48 or 96 | (SlingShot) before sequencing on Roche 454. We developed this application for our
animals on 48 or 96 SNP markers (2304 or 9216 genotypes). sequencing experiments on different kind of DNA (gDNA, cDNA, Amplicons). This

Furthermore, it has been used to determine gene expression in 96 samples on 96 genes | application is able to more precisely quantify DNA molecule number and to save time in
(9216 points) using Sybrgreen or AOD. Results obtained demonstrate that this technique is | comparison with titration recommended by Roche, and should allow us to start from a

very robust and results are comparable to those obtained with classical techniques. smaller quantity of DNA.
SlingShot Quantitative PCR
DNA libraries quantification for Roche 454 Comparison of experiments performed on ABI7900HT
GS FLX sequencing and BioMark™ using AOD on 96x96 Chips
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Conclusions :
» Similar results obtained in comparison
to Roche recommanded titration
» Cost gain

» Hand-on time gain

Conclusions :

» Similar results obtained in comparison to
ABI17900HT and Roche LC480

» Nano-volumes (7-10 nL)

» Intercaling Dyes (Evagreen, Sybrgreen)
» AOD

» Reproducibility

» Easy to use
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Conclusions :

» Good and reproductible results obtained on SNPs genotyping

» Similar results obtained between ABI17900HT genotyping and BioMark™ genotyping
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